<yurnl version="1.0" encoding="UTF-8"7>

<hpgx xmilns="http://histogenatics.comy’schemahgx-1.0. Lxsd” version="1.0.1"
xminsaosd="http:/fwew. w3 org/ 2001,/ XMLSchema” xmins:xsi="http:/fwww.w3.org/2001/XMLSchema-instance”s
<project name=""=

<reporting-center code="" />

<sample id="sample id 1" center-code="" receive-date="20210709">

<typing>

interpretation date="20211029">

<haploid locus="A" method="5BT" type="01:01:01" allele-number="1" /=

<haploid locus="A" method="5BT" type="11:01:01" allele-number="2" />

<haploid locus="8" method="58T" type="35:02:01" allele-number="1" /=

<haploid locus="8" method="38T" type="55:01:01" allele-number="2" />

<haplaid locus="C" method="58T" type="03:03:01" allele-number="1" />

<haploid locus="C" method="5BT" type="04:01:01" allele-number="2" /=

<haploid locus="DRB1" method="5BT" type="11:18" allele-number="1" />

<haploid locus="DRBE1" method="5BT" type="14:54:01" allele-number="2" />
<haploid locus="DRB3" method="SBT" type="02:02:01" allele-number="1" />
<haploid locus="DRB3" method="5BT" type="02:02:01" allele-number="2" />
<haploid locus="DRB4" method="5BT" type="NNNN" />

<haploid locus="DRBS" method="SBT" type="NNNN" />

<haploid locus="D0B1" method="5BT" type="05:03:01" allele-number="1" />
<haploid locus="DOB1" method="58T" type="06:03:01" allele-number="2" >
<haploid locus="DPB1" method="5BT" type="02:01:02" allele-number="1" />
<haploid locus="DPBE1" method="5ET" type="04:01:01" allele-number="2" />
zhaploid locus="D0OAL" method="38T" type="01:04:01" allele-number="1" />
<haploid locus="D0A1" method="58T" type="01:03:01" allele-number="2" />
<haploid locus="DPAL"™ method="SBT" type="01.03.01" allele-number="1" />
<haploid locus="DPAL™ method="58T" type="02:01:01" allele-number="2" />
sgenotype-list>

zdiploid-combination locus="A" technology="PacBio” db="HLADR" version="3.43.0">
<locus-block=>

<allele-list allele-number="1">

<allele=01:01:01:01<fallele>

<allele>01:01:01:22< fallelex

<alleles...................<falleles

<alleles...................cfallele>

<allele=02:01:01:17</allele>

<allele=02:01:01:19</allele>

</fallele-list=

<flocus-bock>

</diploid-combination>

</penotype-list>

<finterpretation>

<hla lotus="A">

zamplification=

<sbt method="5M5" segment="Intron17" segment-number="17" allele-number="1"
continuity="false">CTCCOCAGACGUOGAGGATGGLCGTCATG GUGCLCCGAACCCTCCTCCTGCTACTCTOG GGG GLCCTGECT
CTGACCCAGACCTGEEOGGGTEAGTGLGGEETCGGLAGGGAAACCGOCTCTGCGGGGAGAAGTAAGGGGICT. ..o i

.................... AATTTGTTCATGAATATTTTTTICTATAGTGTGAGACAGCTGCOTTGTGTEGGGACTGAG/sbt>

<5bt method="5M5" segment="Intronl?" segment-number="17" allele-number="2"
continuity="false">CTCOOCAGACCCOGAGGATGG G TCATGGUGLCCCGAACCITCCTCCTGCTACTCTOGGGGGLCCTGGIC
CTEACCCAGACCTGEGOGGEATGAGTEGCGGEETCGEEAGGRAMMCCGOCTCTGOGGEEAGAAGCAMS GGG . o :

e CTGCCTTGTGTGGGACTGAGS st
<famplification>



<fhla»

<hla locus="B">

=amplification

<sht method="5M5" segment="Intron 16" segment-number="18" allele-number="1"
continuity="false">CACCCACCCGGACTCAGAATCTCCTCAGAC GCOGAGATGL GGG TCACGGLGOCCCGAACCG TCCTCCTGIT
GCTCTGGGGGGCAGTGGCCCTGACCGAGACCT GGG UCGETGAGTGLGGGGTOGEEAGGGARATGGI . .. et enen
e BCTCTG ACCAGGTCCTGTTTTTGTTCTACTCCAGLCAG CGACAGT GLCCAGGGITCTGATGTGTCTCTCACAGETTG A< /sht =
<s5bt method="5M3" segment="Intron 16" segment-number="18" allele-number="2"
continuity="false">CACCCACCCGGACTCAGAGTCTCCT CAGACACCGAGATG GGG TCACGGLACCOCGAACCCTCCTCCTGET
GCTCTGGEGGGGOCCTGEOUCTGACCGAGACCTGGGCOGGTGAGTGLGEG TCGGGAGGGAAMATGGLCTCTGTGGGGA. ... ...

TCCTGCGGECTCTGACCAGGTCCTGTT T T TG TTCTACT CCAGCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGA
<fsht=

=farmplification>

< /hlaz

<hla locus="C">

<amplification=

<sbt method="5M5" segment="Intron17" segment-number="17" allele-number="1"

continuity="false" >CCGCAGTCOCGATTCTGAAGTCCCCAGTCACCCACCOGGACTCAGATTCTCCCCAGACGLCGAGATGLGEG
TCATGGECGCCCCGAACCCTCATCCTGCTGITCTCGGGAGCCCTEGGOCCTEACCE AGACCTGOECCEETGAGTGOGA. ..o
....................... ATGACTGACCTGAATTTGTTCATGACTATTGTGTTCTGTAGCCTGAGACAGCT G /sht>

<sbt method="5M5" segment="Intren1?" segment-number="17" allele-number="2"
continuity="false">CCGCAGTCCCGGTTCTAMMG TCCCCAGTCACCCACCCGGEACTCAG ATTCTCCOCAGACGCCGAGATGOGGE
TCATGECGECCCCGAACCCTCATCCTGCTGCTCTCGGGAGLCCTGGLCCTGACOGAGACCTEGGLCEGTGAGTG. . s
.................. TEAATTTGTTCATGACTATTGTGTTCTGTAGCCTGAGACAGCTG/sht>

<famplification=

</hla=

<hla locus="DRB1">

=amphfication>

<sbt method="5M5" segment="Exon2" segment-number="2" allele-number="1"

continuity="false" >CACGTTTCTTGGAGTACTCTACGTCTGAG TG TCATTTCTTCAATGGGACGGAGLEGETELGETTCCTGGAL
AGATACTTCTATAACCAAGACGACTACGTGCGETTCCACAGCGACGTOEEEEAGTTCCGEELGETCACGGAGITGOGEIGEGE
CTGATGAGGAGTACTGGAACAGCCAGAAGGACATCCTGEAAGACAGGOOGECCGCGETEGACACCTACTGCAGACACAACT AL
GOGETTGTGGAGAGCTTCACAGTGCAGLGGLGAG s>

<shbt method="5M5" segment="Exon2" segment-number="2" allele-number="2"
continuity="false">CACGTTTCTTGGAGTACTCTACGTCTGAG TG TCATTTCTTCAATGGGACGGAGLG GG TGCGGTTCCTGGAC
AGATACTTCCATAACCAGGAGGAGTTCGTGCGCTTOGACAGCGADGTGGGGEAGTACCGGGLGGTGACGGAGCTGGGGIGGET
CTECTGCEGAGCACTGGAACAGCCAG AAGGACCTOITGGAGCGGAGELGEECOGAGGTGLACACCTATTGLAGACACAACTAL
GEGETTGTOGAGAGCTTCACAGTGCAGLGGLGAG/ sht>

<sbt method="5M5" segment="Exon3" segment-number="3" allele-number="1"

continuity="false" >TCCATCCTAAGGTGACTGTGTATOCTTCAAAGACCCAGCCCCTECAGCACCACAACCTCCTGGTCTGTTCTG
TGAGTGGTTTCTATCCAGG CAGCATTGAAGTCAGGTGGTTCOGGAATGGOCAGGAAGAGAAGACTGOGGTGGTGTOCACAGET
CTGATCCACAATGGAGACTGGACCTTCCAGACCCTGETGATGITGGAAACAGTTCCTCGGAGTGEAGAGETTTACACCTGOCAA
GTEGAGCACCCAAGCGTCACAAGCOCTCTCACAGTOGAATG GA sbl >

«=s5bt method="5M35" segment="Exoni" segment-number="3" allele-number="2"

continuity="false">TCCATCCTAAG GTGACTGTGTATCCTTCAAAGAC CCAGCCCCTGUAG CACCACAACCTGCTGGTCTGTTLTG
TEAGTGGTITCTATCCAGG CAGCATTGAAGTCAGGTGGTTCOGGAATGGOCAGGAAGAGAAG ACTGGGETGGTEGTOCACAGGC
CTGATCCACAATGGAGACTGGACCTTCCAGACCCTGETGATGLTGGAAACAGTTCCTCGGAGTGEAGAGGTTTACACCTGOCAA
GTGGAGCACCCAAGCGTGACAAGCCCTCTCACAGTGGAATGGAx /s>

<5bt method="5M5" segment="Exond" segment-number="4" allele-number="1"
continuity="false">GAGCACGGTCTGAAT TG CACAGAGCAAGATE CTGAGTGGAGTCGEGGGLTT TG TELTGGGECCTGCTCTT
CCTTGGGEGCCGGGCTGTTCATCTACTTCAGGAATCAGAAAGsbt>




<sbi method="5M5" segment="Exond" segment-number="4" allele-number="2"
continuity="false">GAGCACGGTCTGAATCTGCACAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTTGTGCTGGGCCTGCTCTT
COTTGGGEECCEGGITGTTCATCTACTTCAGGAATCAGAAAGsht>

<sht method="5M5" segment="Exon5" segment-number="5" allele-number="1"
continuity="false">GACACTCTGGACTTCAGCCAAGAGsht>

<sbt method="5M5" segment="Exon5" segment-number="5" allele-number="2"
continuity="false">GACACTCTGGACTTCAGCCAAGAG/sbt>

«=s5bt method="5M5" segment="Exon&" segment-number="6" allele-number="1"
continuity="false">GATTCCTGAGCTGA</ sht>

<sbt method="5M5" segment="Exont" segment-number="8" allele-number="2"
continuity="false">GATTCCTGAGCTG A< /sbt>

=famplification=

</hla>

<hla locus="DRB3">

=amplification>

<sbt method="5MS" segment="Exonl" segment-number="2" allele-number="1"

continuity="false" >CACGTTTCTTGGAGCTG CTTAAGTC TG AGTETCATTTCTTCAATGGGACGGAGLGGETGCGETTCCTGGAG
AGACACTTCCATAACCAGGAGGAGTACGCGCGCTTCGACAGCGACGTEGEGGEAGTACCG GGG GTEGAGGGAGCTGLGGIGGEC
CTEATGCOGAGTACTGGAACAGCCAGAAGGACCTCCTGGAGLAGAAGCOGGGCCAGGTOGACAATTACT GCAGACACAACTAC
GOGETTGGTGAGAGCTTCACAGTGLAGCGGLGAG sbt>

<sbt method="5M5" segment="Exon3" segment-number="3" allele-number="1"
continuity="false">TCCATCCTCAGGTGACTG TGTATCCTGLAAAG ACCCAGCCCCTGCAGCACCACAACCTCCTGGTCTGLTCTG
TEAGTGGTTTCTATCCAGG CAGCATTGAAGTCAGGTGGTTCOGLAACGECCAGGAAGAGAAGE TGO GTGGTGTCCACGGGT
CTGATCCAGAATGGAGACTGGACCTTCCAGACCCTGOTGATGLTAGAAACAGTTCCTCGGAGTGGAGAGGTTTACACCTGCC AL
GTGGAGCACCCAAGCGTAACG AGCCCTCTCACAGTGGAATG GAS fsbi >

«<sbt method="5M5" segment="Exond" segment-number="4" allele-number="1"
continuity="false">GTGCACGGTCTGAATCTGLACAGAGCAAGATGCTGAGTGGAGTCGEGGGLTTTGTGLTGGECCTGCTCTT
CCTTGGGECCGEEITGTTCATCTACT TCAGGAATCAGAAAGsbt>

<sbt method="5M5" segment="Exon5" segment-number="5" allele-number="1"

continuity="false" >GACACTCTGGACTTCAGCCAACAG</sbt>

<sht method="5M35" segment="Exonk" segment-number="5" allele-number="1"
continuity="false">GATTCCTGAGCTGA</sht>

<famplification>

</hla>

<hla locus="DOB1">

<amplification=

=shbt method="5M5" segment="Intron 17" segment-number="17" allele-number="1"
continuity="false">ATGTCTTGGAAGAAGTCTTTGUGGATCCCCGGAGACCTTOGGGTAGCAACTGTCACCTTGATGCTGGLGAT
CCTGAGCTCCTCACTGGLTGAGGGCAGAGACTCTCCCGGGTCLGGETCAGG GLGGLEGECTOGEGEEIGIAG .. o
snsmmmmiae b0 TLGLCCTGAGATCAAAGTOCTACAGTGGLTG TCACGCAA fshit =

<shbt method="5M5" segment="Intron 17" segment-number="17" allele-number="2"
continuity="false" > ATGTCTTGGAAGAAGGCTITGOGGATOCCOGGAG ACCTTOGGATAGCAAC TG TCACCTTGATGCTGGLGA
TECTGAGCTCCCTACTGGCTGAGGGCAGAGACTCTCOCGAGGLOGGGTCAGGGCEELGGCTGLGGEGECGELLGEECTEEGEG
CCTGACTGACCGGCCGGTGATTCCCCGCAGAGGATTTCGTGTACCAGTITAAGGGCATGTGITAL ...

LOTGCCTGCCCAGAATTCCCAGCTGCCTGTGTCAGCTTGTCCCOCTGAGATCAAAGTCCTACAG TGGCTGTCACGCAG </sbt >
=farmplification:=

<fhla>

<hla locus="DPBE1">

<amplification>

<sbt method="5M5" segment="Intron17" segment-number="17" allele-number="1"
continuity="false">ATGATGGTTCTGCAGGTTTCTGCGGLCCCCOGGACAGTGGCTCTGACGGCETTACTGATGGTGCTGCTCAC
ATCTGTGGTCCAGGGCAGGGCCACTCCAGG TCCGOCCCCTCCCCGCAGAGAATTACCTTTTOCAGGG. ... s i

TGTATTTCAGTGAGETGOCCCAARTCAAGTTTAGTGCCCTCATCCATTTATG TCTCAGACCACTATTCTTAACTATTCAAT/cht>



<sbt method="5M5" segment="Intren1?" segment-number="17" allele-number="2"

continuity="false" >ATGATGGTTCTGCAGGTTTCTGCGGCCCCCCGEACAGTGGCTCTGACGGCGTTACTGATGGTGCTGCTCAC
ATCTGTGETCCAGGGLAGGGCCACTCCAGG TCCGOCCCCTCCCCGCAGAGAATTACCTT T TCCAG GGATGG. oo i
......... CCATTTATGTCTCAGACCACTATTCTTAACTATTCAAT</sht>

<famplification>

</hla=

<hla locus="DCAL>

<amplification>

<sbt method="5M5" segment="Intrenl?" segment-number="17" allele-number="1"
continuity="false">ATGATCCTAAACAANGCTCTGCTGCT GG GG OCCTOGITCTGACCACCATGATGAGCCCTTGTGGAGGTGA
AGGCATTGTGETTCTT LT T CT G T TCTCCG OO T GO TG TCATCT TCACTCATCAGETGALCA. . s smrmsssssss s smaias
TEAGACTGGTTACAGTTGAAGCGGCAGTATGAAAGGAAGGAAAGTGGGAGGGCGTTETGGACATGAATGTGGTTGAAAS sht>
=sbt method="5M35" segment="Intron17" segment-number="17" allele-number="2"
continuity="false">ATGATCCTAAACAAAGCTCTGCTGCTG GGG GLCCTCGCTCTGACCACCGTGATGAGCCCCTGTGGAGGTG
AAGACATTGTGGTTCTITCTTCCCCTETTCTCCG COTTCCT GO TG TCATCTTCACTCATCAGET . i e smmimiis imimsmisasasass sessarssmsasas
GAGACTGGTTACAGTTGAAGCGGCAGTATG AAAGGAAGGAAAGTG GEAGGGCGTTGTGGACATGAATGTGGTTTAAA shi>
=farmplification>

</hla>

<hla locus="DPAL">

<amplification

<sbt method="5M5" segment="Intren1?" segment-number="17" allele-number="1"

continuity="false" »ATGCGCCCTGAAGACAGAATGTTCCATATCAGAGCTGTGATCTTGAGAGCCCTCTCCTTGGCTTTCCTGLTG
AGTCTCCGAGGAGCT GEGEOCATCAAGGCTTCTTCCTTTTTATATTCATAAGTCTTTATTCATTCTCTAGCTTT . o mscssrisrmrassasasa
............ GAAATACTGTAAAGGTOOGAATETAAAGAGGAGGLCCTAGGATT T/ sk

<sbt method="5M5" segment="Intrenl?" segment-number="17" allele-number="2"

continuity="false" »ATGCGCCCTGAAGACAGAATGTTCCATATCAGAGCTGTGATCTTGAGAGCCCTCTCCTTGGCTTTCCTGCTG
AT GAGGAGCTGG GG U AT CAAGGTTTCT T T T T TATAT TCATAAGTCTT TATTCATTCTCTAGTTT s

............. GOCAGGGGLLCCTOTCAAATACTGTAAAGGTGECAATOTAAAAAAGCAGOTCCTAGAATTT</sht>
<famplification=

</hla>

< typing>

= sample>

</project>

</hgx=



